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CYP2C19 BERRTBALERPER (G—A):

Sequence ID: Query_6313 Length: 1094 Number of Matches: 1

Range 1: 52 to 279 Graphics

Identities Gaps Strand

Score

416 bits(225)

Expect

9e-121 227/228(99%) 0/228(0%)

Plus/Plus
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CAACCAGAGCTTGGCATATTGTATCTATACCTTTATTAAATGCTTTTAATTTAATAAATT
CAACCAGAGCTTGGCATATTGTATCTATACCTTTATTAAATGCTTTTAATTTAATAAATT
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Query GAACACCAAGAATCGATGGACATCAACAACCCTCGGGACTTTATTGAT

Sbjct GAACACCAAGAATCGATGGACATCAACAACCCTCGGGACTTTATTGAT 279
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